In the title compound, C 26 H 20 N 2 O 4 , the central isoindole core is almost planar (r.m.s. deviation = 0.043 Å ). The phenyl rings lie to either side of the plane [dihedral angles = 88.64 (5) and 67.74 (6) ] and the dihedral angle between the phenyl rings is 63.39 (7) . In the crystal, molecules are linked by C-HÁ Á ÁO interactions; notably, one carbonyl O atom accepts three such bonds.
Related literature
For the biological activity of cyclic imides including that of the title compound, see: Abdel-Aziz (2007) Refinement R[F 2 > 2(F 2 )] = 0.033 wR(F 2 ) = 0.099 S = 1.11 4093 reflections 289 parameters 1 restraint H-atom parameters constrained Á max = 0.24 e Å À3 Á min = À0.25 e Å À3 Absolute structure: Flack (1983) , 1898 Friedel pairs Flack parameter: 0.08 (12) Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1; y; z; (ii) Àx þ 1; y þ 1 2 ; Àz þ 2; (iii) Àx; y À 1 2 ; Àz þ 1; (iv) Àx À 1; y À 1 2 ; Àz þ 1.
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010). 
Tiekink Comment
Recent work has shown that cyclic imides possess important biological potential, such as anti-hyperlipidemic, antidiabetic, anti-tumour and anti-inflammatory activities (Abdel-Aziz, 2007; Abdel-Aziz, El-Azab et al., 2011; Abdel-Aziz, ElTahir et al., 2011) . The title cyclic imide, 2,6-bis((S)-1-phenylethyl)pyrrolo[3,4-f]isoindole-1,3,5,7(2H,6H)-tetraone (I), was investigated during these trials and herein the crystal structure determination is described.
In (I), Fig. 1 , the 12 atoms comprising the isoindole core are co-planar with a r.m.s. deviation for the fitted atoms of 0.043 Å. The maximum deviations from this least-squares plane are 0.043 (1) Å for the C15 and C16 atoms, and -0.058
(1) Å for the N2 atom. The phenyl rings lie to either side of the plane, forming dihedral angles of 88.64 (5)° [C1-C6] and 67.74 (6)° [C21-C26]; the dihedral angle between the phenyl rings = 63.39 (7)°.
Molecules are assembled in the crystal structure by C-H···O interactions, Fig. 2 and Table 1 . Notably, one carbonyl-O atom is involved in a trifurcated H bond.
Experimental
A solution of (+)-(S)-1-phenylethanamine (10 mmol) and benzene-1,2,4,5-tetracarboxylic dianhydride (10 mmol) in glacial acetic acid (10 ml) was heated under reflux for 12 h. After the evaporation of the reaction mixture to dryness under reduced pressure, the residue was neutralized using sodium bicarbonate solution (4%) until effervescence ceased.
The precipitate obtained was washed with water, dried and recrystallized from MeOH/CHCl 3 (1:1 v/v). Yield 59%. M.pt: 02, 139.52, 137.05, 128.64, 128.07, 127.49, 118.19, 50.52, 17.41 .
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 to 1.00 Å, U iso (H) = 1.2-1.5U eq (C)] and were included in the refinement in the riding model approximation. The absolute configuration was determined from 1898
Friedel pairs, and was that of the starting reactant.
Computing details
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO (Agilent, 2011); data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010).
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Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level.
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Figure 2
A view in projection down the a axis of the unit-cell contents for (I). The C-H···O interactions are shown as orange dashed lines. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2,6-Bis[(S)-1-phenylethyl]-1H,5H-pyrrolo[3,4-f]isoindole-1,3,5,7(2H,6H)-tetrone
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (6) 0.0173 (6) −0.0007 (5) −0.0001 (4) −0.0050 (5) C2 0.0197 (6) 0.0158 (7) 0.0245 (7) 0.0008 (5) 0.0064 (5) −0.0033 (5) C3 0.0242 (7) 0.0131 (6) 0.0280 (7) 0.0039 (5) −0.0011 (6) −0.0022 (5) C4 0.0260 (7) 0.0161 (7) 0.0199 (6) −0.0032 (5) −0.0022 (5) −0.0006 (5) C5 0.0212 (7) 0.0234 (7) 0.0188 (6) −0.0040 (6) 0.0032 (5) −0.0036 (5) C6 0.0162 (6) 0.0180 (7) 0.0207 (6) 0.0017 (5) 0.0023 (5) −0.0042 (5) C7 0.0182 (6) 0.0119 (6) 0.0168 (6) −0.0008 (5) 0.0014 (4) −0.0041 (5) C8 0.0243 (7) 0.0191 (6) 0.0208 (6) −0.0041 (5) 0.0060 (5) −0.0033 (5) C9 0.0183 (6) 0.0127 (6) 0.0146 (6) −0.0019 (5) 0.0023 (5) 0.0004 (5) C10 0.0161 (6) 0.0115 (6) 0.0163 (6) 0.0001 (5) 0.0030 (5) 0.0006 (5) (5) C23 0.0184 (6) 0.0190 (7) 0.0232 (7) 0.0014 (5) −0.0011 (5) −0.0039 (5) C24 0.0239 (6) 0.0157 (7) 0.0260 (7) −0.0019 (5) 0.0046 (5) −0.0024 (5) C25 0.0316 (7) 0.0196 (7) 0.0223 (7) −0.0027 (6) 0.0012 (6) 0.0040 (5) C26 0.0238 (7) 0.0203 (7) 0.0189 (6) −0.0003 (6) −0.0024 (5) 0.0005 (5) Geometric parameters (Å, º) 120.03 (13) N2-C19-C21 111.00 (10) C6-C5-H5 120.0 N2-C19-C20 109.47 (11) C4-C5-H5 120.0 C21-C19-C20 115.67 (11) C5-C6-C1 120.89 (13) N2-C19-H19 106.7 C5-C6-H6 119.6 C21-C19-H19 106.7 C1-C6-H6 119.6 C20-C19-H19 106.7 N1-C7-C8 111.52 (11) C19-C20-H20A 109.5 N1-C7-C1 109.15 (10) C19-C20-H20B 109.5 C8-C7-C1 116.11 (11) H20A-C20-H20B 109.5 N1-C7-H7 106.5 C19-C20-H20C 109.5 C8-C7-H7 106.5 H20A-C20-H20C 109.5 C1-C7-H7 106.5 H20B-C20-H20C 109.5 C7-C8-H8A 109.5 C26-C21-C22 118.67 (13) C7-C8-H8B 109.5 C26-C21-C19 119.05 (12) Symmetry codes: (i) x+1, y, z; (ii) −x+1, y+1/2, −z+2; (iii) −x, y−1/2, −z+1; (iv) −x−1, y−1/2, −z+1.
